Community structure from anatomy to connectivity

311 released communities * 8,231 member types * native vector matrices, graphs and sampled arbors
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311 x 311 community pairs * gold window: top 24

G Linked top-24 detail

Gold window in B « identical log-weight color scale
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Pale = teal: internal fraction 0-1 Self purple « other teal

INKLET « Original scientific gallery / Released anatomy and measurements; methods, selections and attribution accompany the source.

C Adirected community network

24 leading communities * 64 strongest non-self links
Circle: =10 types « square: >10 « labels: community ID
Edge color: source « width « vweight
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L Directional imbalance
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Self-links excluded Largest communities first



