
Olfactory circuits across anatomical scales
Native meshes, 254 released arbors, local annotation records and type-level connectivity
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A Olfactory anatomy
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B Projection routes in two views
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Measured type-level output • 18 leading targets
Top five per source + strongest input per target

Rounded: ORN • square: other type • width ∝ √weight

C Measured receptor-to-target network

Left AL • four ORN types
Arbor colors: A

D Local arbors

756 annotations • dorsal
Four ORN colors: A
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F Neuropils and downstream arbors
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Four ORN colors: A

I Depth profiles
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All 53 annotated ORN types

J Paired counts
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All 53 types, ranked by combined count • male ● / female ■
Bilateral annotations, including cells with unknown side

K Receptor-type census
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Median relative extent • each arbor / its longest axis

O Anatomical extent profiles

INKLET  •  Original scientific gallery  /  Released anatomy and measurements; methods, selections and attribution accompany the source.


