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ARGweaver: Source-Matched Teaching Checks

A. Exact Jukes--Cantor branch kernel
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C. Re-coalescence under k/(2N,;)
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B. Logarithmic time grid
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le—5 D. Coalescent-prior TMRCA calibration
== = analytic mean = 35,000
2.5 A = simulated mean = 34,839
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