Transition density

SINGER mechanisms beside simulated truth (8 haps, 54 sites)

A. True marginal trees (44 trees, 54 mutations)
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C. Continuous kernel (p = 0.2 per bin)
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B. SINGER emission probabilities

- States (0,0,0)
- States (1,0,0)
- States (0,1,1)
0.8 + States (1,1,1)
>
2 0.6
o)
o
o
c
2 0.4+
7))
L)
S
L
- /\
0.0 + ¥
102 103 104
Branch length T (generations)
D. Tree height vs branch length (true trees)
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