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A. Input: 3 diploid genomes (100,000 bp)
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C. ODE: undistinguished lineage count (nu = 5)
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B. SMC++ emission probabilities
P(het k)
P(hom k)
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D. Coalescence rate h(t) under different demographies
Bottleneck
Constant
Expansion

Demo: SMC++ on Multi-sample Diploid Data (Bottleneck History)


