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Bottleneck: RDS gzip compression

A   Time Breakdown: H5AD RDS Dominates (~90%)
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B   Memory vs Cell Count (colored by sparsity)

Linear fit (R²=0.811)
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C   File Size: RDS Compression vs H5AD Inflation
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Rule of thumb:
peak_mem  file_size × 12

D   Memory Amplification Factor

Median: 12.3×

65

70

75

80

85

90

95

100

Sp
ar

sit
y 

(%
)


